Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.004 Å; R factor = 0.050; wR factor = 0.138; data-to-parameter ratio = 11.6.
In the title molecule, C 11 H 9 N 3 O 2 S, the thiophene and benzene rings form a dihedral angle of 17.68 (9) . The thiophene S atom and the imine N atom are syn with respect to each other. In the crystal, N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds connect molecules, forming a two-dimensional network parallel to (101).
Related literature
For similar structures, see: Asiri et al. (2012a,b) ; Prasath et al. (2010) . For a discussion of the use of Schiff base compounds containing thiophene in fluorescent chemosensors, see: Chen et al. (2012) . For a review of the biological use of 2-thiophenes, see Kleemann et al. (2006) . For a crystal structure from a related study on thiophene-substituted benzimidazoles, see: Geiger et al. (2012) . Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2010) ; cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XSHELL (Bruker, 2004) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010) . Besides their pharmacolgical importance (Kleemann et al., 2006) , thiophene-containing compounds are of interest because of there potential use in chemical sensors (Chen et al., 2012) . The title compound was isolated during our continuing studies of thiophene-substituted benzimidazoles (Geiger et al., 2012) .
The title compound exhibits syn geometry about the imine group. A perspective view of the compound is shown in Single crystals were obtained via vapor diffusion of hexanes into a concentrated 1-propanol solution of the title compound.
Refinement
The amine hydrogen atoms (HA, HB) and the imine hydrogen atom (H7) were refined isotropically. All other hydrogen atoms were refined using a riding model (AFIX 43). The hydrogen atom thermal parameters were set using the approximation U iso = 1.2U eq (C).
Computing details
Data collection: APEX2 (Bruker, 2010) ; cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XSHELL (Bruker, 2004) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010 
Figure 1
Perspective view of the title compound with displacement ellipsoids of non-hydrogen atoms drawn at the 50% probability level.
Figure 2
Unit cell packing diagram of the title compound displaying the donor-acceptor distances of the hydrogen-bonding network as dashed lines. H atoms are not shown and displacement ellipsoids are displayed at the 25% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-Amino-5-nitro-N-[(E)-thiophen-2-ylmethylidene]aniline

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.37474 ( Symmetry codes: (i) x+1/2, −y+1/2, z+1/2; (ii) −x+1/2, y+1/2, −z+1/2.
